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.[M] Cell wall/membrane/envelope biogenesis [F] Nucleotide transport and metabolism .
.[O] Post-translational modification, protein turnover, and chaperones % [G] Carbohydrate transport and metabolism .
[T] Signal transduction mechanisms [H] Coenzyme transport and metabolism .
[U] Intracellular trafficking, secretion, and vesicular transport [1] Lipid transport and metabolism
[V] Defense mechanisms [P] Inorganic ion transport and metabolism

[Q] Secondary metabolites biosynthesis, transport, and catabolism
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.[J] Translation, ribosomal structure and biogenesis
.[K] Transcription [R,S] General function prediction only, Function unknown.
[L] Replication, recombination and repair Not annotated.

Figure S3. Circular representation of the RICNE draft genome. For visualization purposes the 193 scaffolds were
concatenated into a pseudomolecule. Alternating gray and white strips indicate scaffold borders. Inwards, the first, second
and third circles are color-coded according to the eggNOG functional categories and represent: a) the complete RICNE
protein-coding genes (CDSs), b) CDSs universally present in all Rickettsiacea genomes used in this study and ¢) RICNE
unique CDSs respectively. The fourth circle shows the clusters of the T4SS (red) and conjugation (purple) genes. The first
line plot represents the genome coverage. An orange line indicate the average coverage of the draft assembly (~76X). The
asterisks indicate the two scaffolds containing the conjugation genes represented by 2-3x higher than average coverage
indicating possible multiple copies. The innermost line plot represents the GC% coverage calculated based on a 1kb sliding
window. The circular plot was generated with Circos v0.69 (Krzywinski et al., 2009).



